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Measles virus Coxsackievirus Herpes simplex virus 1,2
Rubella virus Echovirus Varicella-zoster virus
SARS coronavirus Parechovirus Cytomegalovirus
Human pes virus
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https://jp.illumina.com/systems/sequencing-platforms/iseq.html?scid=2018267vu1
https://www.toyaku.ac.jp/lifescience/departments/applife/knowledge/article-032.html
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