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ssccharide (GO0071222)
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apoptotic process (G00006915)
receptor signaling pathway via STAT (GO0097696)
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extrinsic spoptoti signaling pathway (GO0097191)
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NOD-like receptor signaiing pathway regulation of NK T cell profferation (GO0051140)
Saimonella nfection celulr response to interleuiin-18 (GO-0071351)

African trypanosomiasis postive regulation of NK T cell activation (GO.0051135)

Malaria rogulation of natural killer cel profferation (GO:0032817)
interleuiin-18-mediated signalig pathway (GO:0035655)

regulation of granulocyte macrophage colony-stimulating factor production
(G0:0032645)

pore complex assembly (GO.0046931)

pyroptosis (GO:0070269)

lipopolysaccharide-mediated signaling pathway (GO.0031663)

Legionelosis
Cytosolic DNA-sensing pathway

Inflammatory bowel disease

Rheumatoid arthritis

i interaction with cytokine and cytokin receptor
infection
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Tuberculosis

Neutrophil extracellular trap formation

Pathogenio Escherichia coliinfaction

Lisid and atherosclerosis

Shigellosis

Gytokine-cytokine receptor interaction

positive regulation of T cel cytokine production (GO:0002726)
regulation of chemakine production (G0:0032642)

positive regulation of chemokine production (G0:0032722)
positive rogulation of interleukin-1 bota production (GO:0032731)

positive rogulation of interleukin-1 produation (GO:0032732)

regulation of interleuikin~1 beta production (GO.0032651)

positive regulation of inflammatory response (GO.0050729)
(G0:0071222)

regulation of inflammatory response (GO:0050727)
inflarmatory response (G0:0006954)
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Gasdermin D-dependent platelet pyroptosis exacerbates

EET formation and inflammation in severe sepsis (nature
cardiovascular research)
Mailing Su et.al D3I/
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