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To examine the reason why people infected with
Shiga toxin (Stx) producing Escherichia coli
(STEC) 0157 strains develop varying clinical
manifestations, 65 STEC 0157 isolates originating
from 64 different occurrences of infection in
Miyazaki Prefecture in 2001-2003 and their 79
infected individuals were analyzed by stx genotyping,
quantitative analysis of reversed passive latex
agglutination (RPLA), genomic DNA analysis using
pulsed-field gel electrophoresis (PFGE), and
clinical manifestations. The isolates were found to
carry the following stx genes: stx2vha alone (60.0
%), stxl/stx2 (27.7%), stxl/stx2vha (6.1%), stx2
alone (3.1%), and stx2/stx2vha (3.1%). No strain
carried the stx1 gene alone. STEC strains carrying
stx2 were more frequently associated with clinical
manifestations of hemolytic-uremic syndrome
(HUS) or bloody diarrhea than those carrying
stx2vha. Clusters of PFGE banding patterns were
correlated well with the stx genotypes. We conclude
that stx genotype is one of the important factors of
clinical outcome of STEC 0157 infection and that
pathogenicity for humans was higher in the stx2
genotype strains than in the stx2vha genotype strains,
as reported previously by other researchers. Further,
we newly found that four clusters identified by
PFGE using restriction enzyme Xbal, stx genotypes
and clinical manifestations were well correlated with
each other.
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An outbreak of EHEC 0103:H2 infection was
occurred at a nursery school in Miyazaki Prefecture,
Japan was described here.

On August 5, 2006, a clinic notified the health
center of a case of EHEC 0103 (VT1) infection.
We conducted bacteriological investigation on a total
of 70 persons: 23 children, 16 nursery school staff
members, and 31 family members. EHEC 0103
(VT1) was isolated from 12 persons: 8 children,
one nursery school staff member, and 3 family
members. Eight of them developed mild symptoms,
such as diarrhea and loose passage. In time course of
the outbreak, new cases appeared on day 7 and after,
when the day of the appearance of the first case is
defined as day 0. The original infection source was
not confirmed, but secondary infections within the
nursery school and the families were suspected. The
pattern of pulsed-field gel electrophoresis (PFGE)
after digestion with Xbal was indistinguishable
among nine isolates including the first one, and other
three differed only by 1-4 bands. PFGE data suggest
that the outbreak was caused by a common EHEC
0103 strain.The last patient stopped excreting the
pathogen, and no new patients had been reported for
30 days, and we concluded that the outbreak was
terminated as of September 11.
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An outbreak of EHEC 026:H11 (VT1) infection
was occurred at a nursery school in Miyazaki
Prefecture, Japan, and we reported here about its
outline..

On August 18, 2006, a clinic notified the health
center of a case of EHEC 026 VTL1 infection. The
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patient was a primary school girl. On August 21,
upon investigation of the family, the VT gene was
detected in a stool specimen from the patient’ s
4-year-old sister, who attended a nursery school.
Furthermore, five children in the same nursery school
had diarrhea. The health center received a report of
isolation of EHEC 026 (VT1) from two more
children at the same nursery school.

We suspected a mass outbreak of EHEC 026, and
conducted bacteriological examination of a total of
401 persons: 229 nursery school children, 45 primary
school students who attend the same after-school
care class as the first patient, 49 nursery school staff
members, and 78 family members of the patients.
EHEC 026 (VT1) was isolated from 33 persons: 1
primary school student (the first patient) , 22 nursery
school children, and 3 family members.

Twenty-six isolates from the 26 patients of all
infected persons were analyzed by pulsed-field gel
electrophoresis (PFGE). The PFGE patterns after
digestion with Xbal were the same for all isolates
except for one which differed from the others by
only one band. The results suggest that this outbreak
was caused by a common EHEC 026 strain.

The infection source to the first patient was not be
identified. EHEC O26-positive patients continued to
be detected over 2 weeks, suggesting person-to-
person transmission from the nursery school children
to family members.

No patient was reported after September 6, and the
last patient stopped excreting the pathogen on
September 19. We concluded that the outbreak was
terminated on September 25.
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